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Figure 1. Calibration curve of protein measurement in seed wheat
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Black bars showed proteins more abundant in stressed plants and white bars showed proteins less abundant in stressed plants
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Table2- The corresponding induction factor (percent volume of spot in stress condition/percent volume of spot in well-watered condition) of
drought responsive protein of seedlings
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1.407778
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0.784339 0.761976
0.519198 0.610684
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0.545519 0.769132
1.050122 1267614
330469 1se021
0.001738 0.001738
0.75575 0.559256
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1.191449 0.760269
0.743353 0.905027
PG 0802008
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pU/MW
5.77/83

4.85/67
6.04/16
6.44/16
6.28/18
6.30/17
6.2/24
6.2/23
6.5/24
6.4/24
6.34/15
4.5/31
4.5/32
5.12/87
6.53/33
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GLT5_WHEAT
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HS16B_WHEAT
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HIS7C_WHEAT
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COX2_WHEAT
COX2_WHEAT
None

GDA2_WHEAT

O el
Protein name

Glutenin, high molecular weight ,DX5
Fructan 1-exohydrolase w3
16.9 kDa class I heat shock protein 1.
16.9 kDa class I heat shock protein 2
16.9 kDa class I heat shock protein 2
16.9 kDa class I heat shock protein 2
Imidazoleglycerol-phosphate dehydratase 1
Imidazoleglycerol-phosphate dehydratase 1
Imidazoleglycerol-phosphate dehydratase 3
Imidazoleglycerol-phosphate dehydratase 3
Glycine-rich cell wall structural protein
Cytochrome ¢ oxidase subunit 2

Cytochrome c oxidase subunit 2

Alpha/beta-gliadin A-1I
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a The numbering corresponds to the 2D gel in Figure 3.
Shading represents change statistically significant in at least one variety in response to drought stress compared to well-watered.
Significantly down-regulated proteins in response to drought stress compared to well watered
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Abstract

Seedling wheat spirit are tolerant to strict dehydration up to the 4th day following imbibitions. The
aim of present study is investigation of responsive proteins to drought stress and recovery in seeds
attached to four day seedlings. The test was done by drought stress using interruption of irrigation in
two time points (10 and 20 days) and recovery for 3 and 7 days in a growth chamber. All the
experiments were conducted based on Completely Randomized Design (CRD) with three replications.
Seedlings attached to seedlings were examined for physiological and protein assays. Physiological
traits showed strict drought stress level on seed and recovery could return seedlings to normal
condition. 2DE done on seed of all treatments and replicates and 657 protein spots were reproducibly
detected by Ag Noj staining from seeds. Finally, after significance test, 130 spots were detected by
searching protein data banks. Drought stress has increased the expression of genes involved in the
production of defense proteins (proline increase), the breakdown of seed storage compounds, and the
production of proteins that are effective in structural changes in the cell wall. On the other hand,
reduced expression of proteins effective in respiration and protein breakdown has reduced energy
consumption in cells under stress. Under re-irrigation conditions, increased expression of proteins
effective in carbohydrate metabolism has led to the consumption of nutrients in seeds (reduction of
seed weight) and the production of new structural proteins (presence of new leaves and roots).
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